Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.045; wR factor = 0.121; data-to-parameter ratio = 17.3. organic compounds o1050 Al-Youbi et al.
In the title molecule, C 13 H 16 N 2 O 2 S, the nine non-H atoms comprising the indole residue are approximately coplanar (r.m.s. deviation = 0.031 Å ). The partially saturated ring adopts a chair conformation. One amine H forms an intermolecular N-HÁ Á ÁO hydrogen bond to a sulfonamide O atom, while the other amine H form is connected to the indole N atom of an adjacent molecule via an N-HÁ Á ÁN hydrogen bond, resulting in a three-dimensional architecture.
Related literature
For background to the biological applications of related sulfonamides, see: Al-Saadi et al. (2008) . For related structures, see: Asiri et al. (2011 Asiri et al. ( , 2012 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) Àx þ 3 2 ; y þ 1 2 ; Àz þ 3 2 .
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
Figure 1
The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level.
Figure 2
A view in projection down the a axis of the unit-cell contents of (I). The N-H···O and N-H···N interactions are shown as orange and blue dashed lines, respectively. Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.72173 (5) 0.36862 (5) 0.0192 (9) 0.0167 (9) 0.0180 (10) −0.0003 (7) 0.0025 (7) −0.0014 (7) N1 0.0159 (8) 0.0189 (8) 0.0160 (9) 0.0011 (7) 0.0009 (7) −0.0010 (7) (2) Symmetry codes: (i) −x+1, −y+1, −z+1; (ii) −x+3/2, y+1/2, −z+3/2.
